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Traits on Complex Scales Tests of Performance

Measurement generally requires defining scales for Biological patterns can be represented in diverse A Generalized K Statistic for Estimating Phylogenetic Signal from Shape and Other
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Measurement is a process of transferring observations to a

. . . . . Traits can take numerical, functional, or other complex values
symbolic space subject to isomorphic transformations Level 2
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Performance o< Accuracy + Simplicity + Consistency

(a) Trait Masking (b) Trait Swapping

, , _ Various cross validation and summary statistic-based tests
Rapid progress on any biological problem rests on the hope can be used to evaluate model performance

that there is at least one viewpoint to each problem that
Human-devised scales are often inadequate for makes causation relatively simple.

measurement ,

For every complex problem there is a solution which is

b) RGB space clear, simple and wrong.

-- Often attributed to H.L. Mencken
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Evolutionary processes are high-dimensional and TR TR =TT S
have many potential confounders Time ,

Phylogenetic grounding can make trait discovery more Simulated images from the TraitBlender pipeline

interpretable
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