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A CUDA thread has Microdosimetry Simulation

« kinematic information for a particle: position,
momentum, energy, energy loss.

3. Biological Phase

e stack Storing Secondary partides Should improve CompUting perfOrmance (Future work)
Need days-weeks in CPU simulation e
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Verification for Dose Distribution

Dose Distribution of slab phantoms EM PhYSICS for lower €nergy range 3 g b DAMAGE
- phantom size : 30.5 x 30.5 x 30 cm down to meV i
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Comparison of depth dose for e- 20MeV
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