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Bioinformatics Applications
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• Broad scientific domain
– molecular simulations, systems biology, structural biology, 

oncology study at the molecular level, genome wide association 
studies  of human complex diseases, binding of protein and 
DNA in the cell nucleus, complete genome comparison, protein 
sequence or genome analysis, etc.

• Bioinformatics applications using  regularly the grid
       and, in extenso, high-throughput infrastructures. 

• Challenging points still on developments.
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