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A strongly coupled rotary motor
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Minimal coupling needed for energy
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Intermediate coupling maximizes F
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Having a phase offset between
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Having a phase offset between
subsystems
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A phase offset can make a difference
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A phase offset can make a difference
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Having anti-aligned subsystems pays
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Having anti-aligned subsystems pays
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Having anti-aligned subsystems pays
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 Future work: implications for ATP synthase, look for more

general features
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